Mathematical models of plant metabolism.
Among various modeling approaches in plant metabolic research, applications of Constraint-Based modeling are fast increasing in recent years, apparently driven by current advances in genomics and genome sequencing. Constraint-Based modeling, the functional analysis of metabolic networks at the whole cell or genome scale, is more difficult to apply to plants than to microbes. Here we discuss recent developments in Constraint-Based modeling in plants with focus on issues of model reconstruction and flux prediction. Another topic is the emerging application of integration of Constraint-Based modeling with omics data to increase predictive power. Furthermore, advances in experimental measurements of cellular fluxes by (13)C-Metabolic Flux Analysis are highlighted, including instationary (13)C-MFA used to probe autotrophic metabolism in photosynthetic tissue in the light.